
SEQUENCE LISTING 

<110> Richardson, Jennifer 
Monahan, John 

<120> METHODS OF USE OF ALPHA-METHYLACYL-CoA RACEMASE IN HORMONE 
REFRACTORY AND METASTATIC PROSTATE CANCERS 

<130> 07334-312001 

<140> US 09/967,305 
<141> 2001-09-28 

<150> US 60/236,238 
<151> 2000-09-28 

<160> 11 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2005 

<212> DNA 
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<400> 1 

ttgcaggctg ctgggctggg gctaagggct gctcagtttc cttcagcggg gcactgggaa 60 

gcgccatggc actgcagggc atctcggtcg tggagctgtc cggcctggcc ccgggcccgt 120 

tctgtgctat ggtcctggct gacttcgggg cgcgtgtggt acgcgtggac cggcccggct 180 

cccgctacga cgtgagccgc ttgggccggg gcaagcgctc gctagtgctg gacctgaagc 240 

agccgcgggg agccgccgtg ctgcggcgtc tgtgcaagcg gtcggatgtg ctgctggagc 300 

ccttccgccg cggtgtcatg gagaaactcc agctgggccc agagattctg cagcgggaaa 360 

atccaaggct tatttatgcc aggctgagtg gatttggcca gtcaggaagc ttctgccggt 420 

tagctggcca cgatatcaac tatttggctt tgtcaggtgt tctctcaaaa attggcagaa 480 

gtggtgagaa tccgtatgcc ccgctgaatc tcctggctga ctttgctggt ggtggcctta 540 

tgtgtgcact gggcattata atggctcttt ttgaccgcac acgcactggc aagggtcagg 600 

tcattgatgc aaatatggtg gaaggaacag catatttaag ttcttttctg tggaaaactc 660 

agaaatcgag tctgtgggaa gcacctcgag gacagaacat gttggatggt ggagcacctt 720 

tctatacgac ttacaggaca gcagatgggg aattcatggc tgttggagca atagaacccc 780 

agttctacga gctgctgatc aaaggacttg gactaaagtc tgatgaactt cccaatcaga 840 

tgagcatgga tgattggcca gaaatgaaga agaagtttgc agatgtattt gcaaagaaga 900 

cgaaggcaga gtggtgtcaa atctttgacg gcacagatgc ctgtgtgact ccggttctga 960 

cttttgagga ggttgttcat catgatcaca acaaggaacg gggctcgttt atcaccagtg 1020 

aggagcagga cgtgagcccc cgccctgcac ctctgctgtt aaacacccca gccatccctt 1080 

ctttcaaaag ggatcctttc ataggagaac acactgagga gatacttgaa gaatttggat 1140 

tcagccgcga agagatttat cagcttaact cagataaaat cattgaaagt aataaggtaa 1200 

aagctagtct ctaacttcca ggcccacggc tcaagtgaat ttgaatactg catttacagt 1260 

gtagagtaac acataacatt gtatgcatgg aaacatggag gaacagtatt acagtgtcct 1320 

accactctaa tcaagaaaag aattacagac tctgattcta cagtgatgat tgaattctaa 1380 

aaatggttat cattagggct tttgatttat aaaactttgg gtacttatac taaattatgg 1440 

tagttattct gccttccagt ttgcttgata tatttgttga tattaagatt cttgacttat 1500 

attttgaatg ggttctagtg aaaaaggaat gatatattct tgaagacatc gatatacatt 1560 

tatttacact cttgattcta caatgtagaa aatgaggaaa tgccacaaat tgtatggtga 1620 

taaaagtcac gtgaaacaga gtgattggtt gcatccaggc cttttgtctt ggtgttcatg 1680 

atctccctct aagcacattc caaactttag caacagttat cacactttgt aatttgcaaa 1740 
gaaaagtttc acctgtattg aatcagaatg ccttcaactg aaaaaaacat atccaaaata 
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atgaggaaat gtgttggctc actacgtaga gtccagaggg acagtcagtt ttagggttgc 1860 

ctgtatccag taactcgggg cctgtttccc cgtgggtctc tgggctgtca gctttccttt 1920 

ctccatgtgt ttgatttctc ctcaggctgg tagcaagttc tggatcttat acccaacaca 1980 

cagcaacatc cagaaataaa gttct 2005 

<210> 2 
<211> 382 
<212> PRT 

<213> Homo sapiens 
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lie Leu Glu Glu Phe Gly Phe Ser Arg Glu Glu lie Tyr Gin Leu Asn 

355 360 365 

Ser Asp Lys lie lie Glu Ser Asn Lys Val Lys Ala Ser Leu 
370 375 380 



<210> 3 

<211> 1146 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . . (1146) 



<400> 3 

atg gca ctg cag ggc ate teg gtc gtg gag ctg tec ggc ctg gee ccg 
Met Ala Leu Gin Gly lie Ser Val Val Glu Leu Ser Gly Leu Ala Pro 
15 10 15 



48 



ggc ccg ttc tgt get atg gtc ctg get gac ttc ggg gcg cgt gtg gta 96 
Gly Pro Phe Cys Ala Met Val Leu Ala Asp Phe Gly Ala Arg Val Val 

20 25 30 

cgc gtg gac egg ccc ggc tec cgc tac gac gtg age cgc ttg ggc egg 144 
Arg Val Asp Arg Pro Gly Ser Arg Tyr Asp Val Ser Arg Leu Gly Arg 
35 40 45 

ggc aag cgc teg eta gtg ctg gac ctg aag cag ccg egg gga gee gee 192 
Gly Lys Arg Ser Leu Val Leu Asp Leu Lys Gin Pro Arg Gly Ala Ala 
50 55 60 

gtg ctg egg cgt ctg tgc aag egg teg gat gtg ctg ctg gag ccc ttc 240 
Val Leu Arg Arg Leu Cys Lys Arg Ser Asp Val Leu Leu Glu Pro Phe 
65 70 75 80 

cgc cgc ggt gtc atg gag aaa etc cag ctg ggc cca gag att ctg cag 288 
Arg Arg Gly Val Met Glu Lys Leu Gin Leu Gly Pro Glu lie Leu Gin 

85 90 95 

egg gaa aat cca agg ctt att tat gee agg ctg agt gga ttt ggc cag 336 
Arg Glu Asn Pro Arg Leu lie Tyr Ala Arg Leu Ser Gly Phe Gly Gin 
100 105 110 

tea gga age ttc tgc egg tta get ggc cac gat ate aac tat ttg get 384 
Ser Gly Ser Phe Cys Arg Leu Ala Gly His Asp lie Asn Tyr Leu Ala 
115 120 125 

ttg tea ggt gtt etc tea aaa att ggc aga agt ggt gag aat ccg tat 432 
Leu Ser Gly Val Leu Ser Lys lie Gly Arg Ser Gly Glu Asn Pro Tyr 
130 135 140 

gee ccg ctg aat etc ctg get gac ttt get ggt ggt ggc ctt atg tgt 480 
Ala Pro Leu Asn Leu Leu Ala Asp Phe Ala Gly Gly Gly Leu Met Cys 
145 150 155 160 
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gca ctg ggc att ata atg get ctt ttt gac cgc aca cgc act ggc aag 528 
Ala Leu Gly lie lie Met Ala Leu Phe Asp Arg Thr Arg Thr Gly Lys 

165 170 175 



ggt cag gtc att gat gca aat atg gtg gaa gga aca gca tat tta agt 
Gly Gin Val He Asp Ala Asn Met Val Glu Gly Thr Ala Tyr Leu Ser 
180 185 190 



ggc aca gat gec tgt gtg act ccg gtt ctg act ttt gag gag gtt gtt 
Gly Thr Asp Ala Cys Val Thr Pro Val Leu Thr Phe Glu Glu Val Val 
290 295 300 
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tct ttt ctg tgg aaa act cag aaa teg agt ctg tgg gaa gca cct cga 624 
Ser Phe Leu Trp Lys Thr Gin Lys Ser Ser Leu Trp Glu Ala Pro Arg 
195 200 205 

gga cag aac atg ttg gat ggt gga gca cct ttc tat acg act tac agg 672 
Gly Gin Asn Met Leu Asp Gly Gly Ala Pro Phe Tyr Thr Thr Tyr Arg 
210 215 220 

aca gca gat ggg gaa ttc atg get gtt gga gca ata gaa ccc cag ttc 720 
Thr Ala Asp Gly Glu Phe Met Ala Val Gly Ala He Glu Pro Gin Phe 
225 230 235 240 

tac gag ctg ctg ate aaa gga ctt gga eta aag tct gat gaa ctt ccc 768 
Tyr Glu Leu Leu He Lys Gly Leu Gly Leu Lys Ser Asp Glu Leu Pro 

245 250 255 

aat cag atg age atg gat gat tgg cca gaa atg aag aag aag ttt gca 816 
Asn Gin Met Ser Met Asp Asp Trp Pro Glu Met Lys Lys Lys Phe Ala 
260 265 270 

gat gta ttt gca aag aag acg aag gca gag tgg tgt caa ate ttt gac 864 
Asp Val Phe Ala Lys Lys Thr Lys Ala Glu Trp Cys Gin He Phe Asp 
275 280 285 
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cat cat gat cac aac aag gaa egg ggc teg ttt ate ace agt gag gag 960 
His His Asp His Asn Lys Glu Arg Gly Ser Phe He Thr Ser Glu Glu 
305 310 315 320 

cag gac gtg age ccc cgc cct gca cct ctg ctg tta aac acc cca gec 1008 
Gin Asp Val Ser Pro Arg Pro Ala Pro Leu Leu Leu Asn Thr Pro Ala 

325 330 335 

ate cct tct ttc aaa agg gat cct ttc ata gga gaa cac act gag gag 1056 
He Pro Ser Phe Lys Arg Asp Pro Phe He Gly Glu His Thr Glu Glu 
340 345 350 

ata ctt gaa gaa ttt gga ttc age cgc gaa gag att tat cag ctt aac 1104 
He Leu Glu Glu Phe Gly Phe Ser Arg Glu Glu He Tyr Gin Leu Asn 
355 360 365 

tea gat aaa ate att gaa agt aat aag gta aaa get agt etc 1146 
Ser Asp Lys He lie Glu Ser Asn Lys Val Lys Ala Ser Leu 
370 375 380 
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<210> 4 

<211> 2069 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (90) . . . (1235) 



<400> 4 

gggcgccggg attgggaggg cttcttgcag gctgctgggc tggggctaag ggctgctcag 60 

tttccttcag cggggcactg ggaagcgcc atg gca ctg cag ggc ate teg gtc 113 

Met Ala Leu Gin Gly lie Ser Val 
1 5 

gtg gag ctg tec ggc ctg gec ccg ggc ccg ttc tgt get atg gtc ctg 161 

Val Glu Leu Ser Gly Leu Ala Pro Gly Pro Phe Cys Ala Met Val Leu 
10 15 20 

get gac ttc ggg gcg cgt gtg gta cgc gtg gac egg ccc ggc tec cgc 209 
Ala Asp Phe Gly Ala Arg Val Val Arg Val Asp Arg Pro Gly Ser Arg 
25 30 35 40 

tac gac gtg age cgc ttg ggc egg ggc aag cgc teg eta gtg ctg gac 257 
Tyr Asp Val Ser Arg Leu Gly Arg Gly Lys Arg Ser Leu Val Leu Asp 

45 50 55 

ctg aag cag ccg egg gga gee gec gtg ctg egg cgt ctg tgc aag egg 305 
Leu Lys Gin Pro Arg Gly Ala Ala Val Leu Arg Arg Leu Cys Lys Arg 

60 65 70 

teg gat gtg ctg ctg gag ccc ttc cgc cgc ggt gtc atg gag aaa etc 353 
Ser Asp Val Leu Leu Glu Pro Phe Arg Arg Gly Val Met Glu Lys Leu 
75 80 85 

cag ctg ggc cca gag att ctg cag egg gaa aat cca agg ctt att tat 401 
Gin Leu Gly Pro Glu lie Leu Gin Arg Glu Asn Pro Arg Leu lie Tyr 
90 95 100 

gec agg ctg agt gga ttt ggc cag tea gga age ttc tgc egg tta get 449 
Ala Arg Leu Ser Gly Phe Gly Gin Ser Gly Ser Phe Cys Arg Leu Ala 
105 110 115 120 

ggc cac gat ate aac tat ttg get ttg tea ggt gtt etc tea aaa att 497 
Gly His Asp lie Asn Tyr Leu Ala Leu Ser Gly Val Leu Ser Lys lie 

125 130 135 

ggc aga agt ggt gag aat ccg tat gee ccg ctg aat etc ctg get gac 545 
Gly Arg Ser Gly Glu Asn Pro Tyr Ala Pro Leu Asn Leu Leu Ala Asp 
140 145 150 

ttt get ggt ggt ggc ctt atg tgt gca ctg ggc att ata atg get ctt 593 
Phe Ala Gly Gly Gly Leu Met Cys Ala Leu Gly lie lie Met Ala Leu 
155 160 165 
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ttt gac cgc aca cgc act ggc aag ggt cag gtc att gat gca aat atg 641 
Phe Asp Arg Thr Arg Thr Gly Lys Gly Gin Val lie Asp Ala Asn Met 
170 175 180 



gtg gaa gga aca gca tat tta agt tct ttt ctg tgg aaa act cag aaa 
Val Glu Gly Thr Ala Tyr Leu Ser Ser Phe Leu Trp Lys Thr Gin Lys 
185 190 195 200 



cca gaa atg aag aag aag ttt gca gat gta ttt gca aag aag acg aag 
Pro Glu Met Lys Lys Lys Phe Ala Asp Val Phe Ala Lys Lys Thr Lys 
265 270 275 280 
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teg agt ctg tgg gaa gca cct cga gga cag aac atg ttg gat ggt gga 737 
Ser Ser Leu Trp Glu Ala Pro Arg Gly Gin Asn Met Leu Asp Gly Gly 

205 210 215 

gca cct ttc tat acg act tac agg aca gca gat ggg gaa ttc atg get 785 
Ala Pro Phe Tyr Thr Thr Tyr Arg Thr Ala Asp Gly Glu Phe Met Ala 
220 225 230 

gtt gga gca ata gaa ccc cag ttc tac gag ctg ctg ate aaa gga ctt 833 
Val Gly Ala lie Glu Pro Gin Phe Tyr Glu Leu Leu lie Lys Gly Leu 
235 240 245 

gga eta aag tct gat gaa ctt ccc aat cag atg age atg gat gat tgg 881 
Gly Leu Lys Ser Asp Glu Leu Pro Asn Gin Met Ser Met Asp Asp Trp 
250 255 260 



929 



gca gag tgg tgt caa ate ttt gac ggc aca gat gee tgt gtg act ccg 977 
Ala Glu Trp Cys Gin lie Phe Asp Gly Thr Asp Ala Cys Val Thr Pro 

285 290 295 

gtt ctg act ttt gag gag gtt gtt cat cat gat cac aac aag gaa egg 1025 
Val Leu Thr Phe Glu Glu Val Val His His Asp His Asn Lys Glu Arg 
300 305 310 

ggc teg ttt ate ace agt gag gag cag gac gtg age ccc cgc cct gca 1073 
Gly Ser Phe lie Thr Ser Glu Glu Gin Asp Val Ser Pro Arg Pro Ala 
315 320 325 

cct ctg ctg tta aac ace cca gee ate cct tct ttc aaa agg gat cct 1121 
Pro Leu Leu Leu Asn Thr Pro Ala lie Pro Ser Phe Lys Arg Asp Pro 
330 335 340 

ttc ata gga gaa cac act gag gag ata ctt gaa gaa ttt gga ttc age 1169 
Phe lie Gly Glu His Thr Glu Glu lie Leu Glu Glu Phe Gly Phe Ser 
345 350 355 360 

cgc gaa gag att tat cag ctt aac tea gat aaa ate att gaa agt aat 1217 
Arg Glu Glu lie Tyr Gin Leu Asn Ser Asp Lys lie lie Glu Ser Asn 

365 370 375 

aag gta aaa get agt etc taacttccag gcccacggct caagtgaatt 1265 
Lys Val Lys Ala Ser Leu 
380 
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tgaatactgc atttacagtg tagagtaaca cataacattg tatgcatgga aacatggagg 1325 

aacagtatta cagtgtccta ccactctaat caagaaaaga attacagact ctgattctac 1385 

agtgatgatt gaattctaaa aatggttatc attagggctt ttgatttata aaactttggg 1445 

tacttatact aaattatggt agttattctg ccttccagtt tgcttgatat atttgttgat 1505 

attaagattc ttgacttata ttttgaatgg gttctagtga aaaaggaatg atatattctt 1565 

gaagacatcg atatacattt atttacactc ttgattctac aatgtagaaa atgaggaaat 1625 

gccacaaatt gtatggtgat aaaagtcacg tgaaacagag tgattggttg catccaggcc 1685 

ttttgtcttg gtgttcatga tctccctcta agcacattcc aaactttagc aacagttatc 1745 

acactttgta atttgcaaag aaaagtttca cctgtattga atcagaatgc cttcaactga 1805 

aaaaaacata tccaaaataa tgaggaaatg tgttggctca ctacgtagag tccagaggga 1865 

cagtcagttt tagggttgcc tgtatccagt aactcggggc ctgtttcccc gtgggtctct 1925 

gggctgtcag ctttcctttc tccatgtgtt tgatttctcc tcaggctggt agcaagttct 1985 

ggatcttata cccaacacac agcaacatcc agaaataaag atctcaggac cccccaaaaa 2045 

aaaaaaaaaa aaaaaaaaaa aaaa 2069 

<210> 5 

<211> 382 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Ala Leu Gin Gly lie Ser Val Val Glu Leu Ser Gly Leu Ala Pro 

15 10 15 

Gly Pro Phe Cys Ala Met Val Leu Ala Asp Phe Gly Ala Arg Val Val 

20 25 30 

Arg Val Asp Arg Pro Gly Ser Arg Tyr Asp Val Ser Arg Leu Gly Arg 

35 40 45 

Gly Lys Arg Ser Leu Val Leu Asp Leu Lys Gin Pro Arg Gly Ala Ala 

50 55 60 

Val Leu Arg Arg Leu Cys Lys Arg Ser Asp Val Leu Leu Glu Pro Phe 
65 70 75 80 

Arg Arg Gly Val Met Glu Lys Leu Gin Leu Gly Pro Glu lie Leu Gin 

85 90 95 

Arg Glu Asn Pro Arg Leu lie Tyr Ala Arg Leu Ser Gly Phe Gly Gin 

100 105 110 

Ser Gly Ser Phe Cys Arg Leu Ala Gly His Asp lie Asn Tyr Leu Ala 

115 120 125 

Leu Ser Gly Val Leu Ser Lys lie Gly Arg Ser Gly Glu Asn Pro Tyr 

130 135 140 

Ala Pro Leu Asn Leu Leu Ala Asp Phe Ala Gly Gly Gly Leu Met Cys 
145 150 155 160 

Ala Leu Gly lie lie Met Ala Leu Phe Asp Arg Thr Arg Thr Gly Lys 

165 170 175 

Gly Gin Val He Asp Ala Asn Met Val Glu Gly Thr Ala Tyr Leu Ser 

180 185 190 

Ser Phe Leu Trp Lys Thr Gin Lys Ser Ser Leu Trp Glu Ala Pro Arg 

195 200 205 

Gly Gin Asn Met Leu Asp Gly Gly Ala Pro Phe Tyr Thr Thr Tyr Arg 

210 215 220 

Thr Ala Asp Gly Glu Phe Met Ala Val Gly Ala He Glu Pro Gin Phe 
225 230 235 240 

Tyr Glu Leu Leu He Lys Gly Leu Gly Leu Lys Ser Asp Glu Leu Pro 

245 250 255 

Asn Gin Met Ser Met Asp Asp Trp Pro Glu Met Lys Lys Lys Phe Ala 

260 265 270 

Asp Val Phe Ala Lys Lys Thr Lys Ala Glu Trp Cys Gin He Phe Asp 
275 280 285 
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<210> 6 

<211> 3654 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (90) . . . (1271) 



<400> 6 

gggcgccggg attgggaggg ettcttgeag getgetggge tggggctaag ggctgctcag 60 

tttccttcag eggggcactg ggaagegee atg gca ctg cag ggc ate teg gtc 113 

Met Ala Leu Gin Gly He Ser Val 

1 5 

gtg gag ctg tec ggc ctg gec ccg ggc ccg ttc tgt get atg gtc ctg 161 

Val Glu Leu Ser Gly Leu Ala Pro Gly Pro Phe Cys Ala Met Val Leu 

10 15 20 

get gac ttc ggg gcg cgt gtg gta cgc gtg gac egg ccc ggc tec cgc 209 

Ala Asp Phe Gly Ala Arg Val Val Arg Val Asp Arg Pro Gly Ser Arg 

25 30 35 40 

tac gac gtg age cgc ttg ggc egg ggc aag cgc teg eta gtg ctg gac 257 

Tyr Asp Val Ser Arg Leu Gly Arg Gly Lys Arg Ser Leu Val Leu Asp 

45 50 55 

ctg aag cag ccg egg gga gee gec gtg ctg egg cgt ctg tgc aag egg 305 

Leu Lys Gin Pro Arg Gly Ala Ala Val Leu Arg Arg Leu Cys Lys Arg 

60 65 70 

teg gat gtg ctg ctg gag ccc ttc cgc cgc ggt gtc atg gag aaa etc 353 

Ser Asp Val Leu Leu Glu Pro Phe Arg Arg Gly Val Met Glu Lys Leu 

75 80 85 

cag ctg ggc cca gag att ctg cag egg gaa aat cca agg ctt att tat 401 

Gin Leu Gly Pro Glu He Leu Gin Arg Glu Asn Pro Arg Leu He Tyr 

90 95 100 

gec agg ctg agt gga ttt ggc cag tea gga age ttc tgc egg tta get 449 

Ala Arg Leu Ser Gly Phe Gly Gin Ser Gly Ser Phe Cys Arg Leu Ala 

105 HO 115 120 



• 

9 



ggc cac gat 
Gly His Asp 



ggc aga agt 
Gly Arg Ser 



ttt get ggt 
Phe Ala Gly 
155 

ttt gac cgc 
Phe Asp Arg 
170 

gtg gaa gga 
Val Glu Gly 
185 

teg agt ctg 
Ser Ser Leu 



gca cct ttc 
Ala Pro Phe 



gtt gga gca 
Val Gly Ala 
235 

gga eta aag 
Gly Leu Lys 
250 

cca gaa atg 
Pro Glu Met 
265 

gca gag tgg 
Ala Glu Trp 



gtt ctg act 
Val Leu Thr 



ggc teg ttt 
Gly Ser Phe 
315 

cct ctg ctg 
Pro Leu Leu 
330 



ate aac tat 
lie Asn Tyr 
125 

ggt gag aat 
Gly Glu Asn 
140 

ggt ggc ctt 
Gly Gly Leu 



aca cgc act 
Thr Arg Thr 



aca gca tat 
Thr Ala Tyr 
190 

tgg gaa gca 
Trp Glu Ala 
205 

tat acg act 
Tyr Thr Thr 
220 

ata gaa ccc 
lie Glu Pro 



tct gat gaa 
Ser Asp Glu 



aag aag aag 
Lys Lys Lys 
270 

tgt caa ate 
Cys Gin lie 
285 

ttt gag gag 
Phe Glu Glu 
300 

ate acc agt 
lie Thr Ser 



tta aac acc 
Leu Asn Thr 



ttg get ttg 
Leu Ala Leu 



ccg tat gee 
Pro Tyr Ala 
145 

atg tgt gca 
Met Cys Ala 
160 

ggc aag ggt 
Gly Lys Gly 
175 

tta agt tct 
Leu Ser Ser 



cct cga gga 
Pro Arg Gly 



tac agg aca 
Tyr Arg Thr 
225 

cag ttc tac 
Gin Phe Tyr 
240 

ctt ccc aat 
Leu Pro Asn 
255 

ttt gca gat 
Phe Ala Asp 



ttt gac ggc 
Phe Asp Gly 



gtt gtt cat 
Val Val His 
305 

gag gag cag 
Glu Glu Gin 
320 

cca gee ate 
Pro Ala lie 
335 



tea ggt gtt 
Ser Gly Val 
130 

ccg ctg aat 
Pro Leu Asn 



ctg ggc att 
Leu Gly lie 



cag gtc att 
Gin Val He 
180 

ttt ctg tgg 
Phe Leu Trp 
195 

cag aac atg 
Gin Asn Met 
210 

gca gat ggg 
Ala Asp Gly 



gag ctg ctg 
Glu Leu Leu 



cag atg age 
Gin Met Ser 
260 

gta ttt gca 
Val Phe Ala 
275 

aca gat gee 
Thr Asp Ala 
290 

cat gat cac 
His Asp His 



gac gtg age 
Asp Val Ser 



cct tct ttc 
Pro Ser Phe 
340 



etc tea aaa 
Leu Ser Lys 
135 

etc ctg get 
Leu Leu Ala 
150 

ata atg get 
He Met Ala 
165 

gat gca aat 
Asp Ala Asn 



aaa act cag 
Lys Thr Gin 



ttg gat ggt 
Leu Asp Gly 
215 

gaa ttc atg 
Glu Phe Met 
230 

ate aaa gga 
He Lys Gly 
245 

atg gat gat 
Met Asp Asp 



aag aag acg 
Lys Lys Thr 



tgt gtg act 
Cys Val Thr 
295 

aac aag gaa 
Asn Lys Glu 
310 

ccc cgc cct 
Pro Arg Pro 
325 

aaa agg gat 
Lys Arg Asp 



att 497 
He 



gac 545 
Asp 

ctt 593 
Leu 



atg 641 
Met 



aaa 689 

Lys 

200 

gga 737 
Gly 



get 785 
Ala 



ctt 833 
Leu 



tgg 881 
Trp 



aag 929 

Lys 

280 

ccg 977 
Pro 



egg 1025 
Arg 



gca 1073 
Ala 



cct 1121 
Pro 



f 

10 



ttc ata gga gaa cac act gag gag ata ctt gaa gaa ttt gga ttc age 
Phe lie Gly Glu His Thr Glu Glu He Leu Glu Glu Phe Gly Phe Ser 
345 350 355 360 



1169 



cgc gaa gag att tat cag ctt aac tea gat aaa ate att gaa agt aat 1217 
Arg Glu Glu He Tyr Gin Leu Asn Ser Asp Lys He He Glu Ser Asn 

365 370 375 



aag get ggt age aag ttc tgg ate tta tac cca aea cac age aac ate 
Lys Ala Gly Ser Lys Phe Trp He Leu Tyr Pro Thr His Ser Asn He 
380 385 390 



1265 



cag aaa taaagatctc aggacccccc ageaagtegt tttgtgtctc cttggactga 1321 
Gin Lys 

gttaagttac aagectttet tatacctgtc tttgacaaag aagaegggat tgtctttaca 1381 

taaaaccagc ctgctcctgg agcttccctg gactcaactt cctaaaggca tgtgaggaag 1441 

gggtagattc cacaatctaa tccgggtgcc atcagagtag agggagtaga gaatggatgt 1501 

tgggtaggee atcaataagg tccattctgc gcagtatctc aactgeegtt caacaatcgc 1561 

aagaggaagg tggagcaggt ttcttcatct tacagttgag aaaacagaga ctcagaaggg 1621 

cttcttagtt catgtttccc ttagcgcctc agtgattttt tcatggtggc ttaggccaaa 1681 

agaaatatct aaccattcaa tttataaata attaggtccc caacgaatta aatattatgt 1741 

cctaccaact tattagctgc ttgaaaaata taatacacat aaataaaaaa atatattttt 1801 

catttctatt tcattgttaa tcacaactac ttactaagga gatgtatgea cctattggac 1861 

actgtgcaac ttctcacctg gaatgagatt ggacactget gccctcattt tctgctccat 1921 

gttggtgtcc atatagtact tgatttttta teagatggee tggaaaaccc agtctcacaa 1981 

aaatatgaaa ttatcagaag gattatagtg caatcttatg ttgaaagaat gaactacctc 2041 

actagtagtt cacgtgatgt ctgacagatg ttgagtttca ttgtgtttgt gtgttcaaat 2101 

ttttaaatat tctgagatac tcttgtgagg tcactctaat gccctgggtg ccttggcaca 2161 

gttttagaaa taccagttga aaatatttgc tcaggaatat gcaactagga aggggcagaa 2221 

tcagaattta agctttcata ttctagcett cagtcttgtt cttcaaccat ttttaggaac 2281 

tttcccataa ggttatgttt tccagcccag gcatggagga tcacttgagg ccaagagttc 2341 

gagaccagcc tggggaactt ggctggacct ccgtttctac gaaataaaaa taaaaaaatt 2401 

atccaggtat ggtggtgtgt gcctgtagtc ctatctactc aagggtgggg caggaggatc 2461 

acttgagccc aggaatttga ggccacagtg aattaggatt gcaccactgc actctagccc 2521 

aggcaacaga acaagaacct gtctctaaat aaataaataa aaataataat aataaaaaag 2581 

atgttttccc tacaaaaaag acttttcatt tgaactcggt ccagcaagga aaatataacc 2641 

cactcgaagt ctttaaaaca gaggaaattt aatataaaga attccactgg tgacgaaaga 2701 

gcagagaagc ccagaagata gtgaggcaac cctgatagga acataactag gaagecaaga 2761 

ccactcctat ggttgcaggg gtgatgggaa agctggtgta cttggaccca gaagccaaag 2821 

ttgctgcacc caccttggag acatagacac tggcagtaat acctcaggga gaagaaagaa 2881 

atctagggaa atatcctggc ttctttcctt ctctctctcc cctagtcttc ctaccagtgt 2941 

ctcccattag ccaaatctac etagaageca gaaaacaagg gaaccctgga aatgtagccc 3001 

cataagataa agagcaccaa aggaaataga tctgagcaga caggcagcac aaaatgcagt 3061 

gtgtatggtt tattcactca gtaattcctt tagcaaatgt ttattgagga tctactaggt 3121 

gecaggtate atgatacttg ctggggatac cataatgaac aaaacagacc tgttctccgc 3181 

tcttgaggaa atcaaagaca aacacaggat atggaataaa cccagaatta tctcattgta 3241 

aaatgtgtta agtaccacga ggagaaatat cagggccatc tgacacagct aatgatttga 3301 

agaagggtgt gacctgccac cattttaaat ctagttattt cactcctgag ctgtgtgtgt 3361 

ggaaaacttg tagtaaaaaa tagaatgtct atatttataa aaagtttatg aaaagatatc 3421 

aatttattta cattttgaca aactctatgt aataaggctt tattactcac ggccatgtgt 3481 

gtgatcatgt gtaatagcat gtgtgtatga gagagagaag ccatatgtaa ttatgtgtaa 3541 

taacgtctgt gagagagaag ccatgtgtgt gatcatgtaa aataacgtgt gtgagagaag 3601 

ccatgtgtgt gatcgtgtaa aataacgtgt gtgagaagee gtgtgtgatg tgt 3654 
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<210> 7 
<211> 394 
<212> PRT 

<213> Homo sapiens 



<400> 7 



Met 


Ala 


Leu 


r*"\ r\ 

Kj±Ll 


1 








Gly 


Pro 


Pne 


Cys 










Arg 


Val 


Asp 


Arg 






do 




Gly 


Lys 


Arg 


Ser 




50 






Val 


Leu 


Arg 


Arg 


65 








Arg Arg 


Cjiy 


vai 


Arg 


Glu 


Asn 


Pro 








100 


Ser 


Gly 


Ser 


Pne 






Ho 




Leu 


Ser 


oiy 


vax 




130 






Ala 


Pro 


Leu 


Asn 


145 








Ala 


Leu 


tr±y 


lie 


Gly Gin 


Vdl 


lie 








■ton 
loU 


Ser 


Phe 


T oi i 


irp 










Gly Gin 


A c n 


Met- 
ric u 




210 






Thr 


Ala 


Asp 


Gly 


225 








Tyr 


Glu 


Leu 


Leu 


Asn 


Gin 


Met 


ser 








Z DU 


Asp Val 


irne 


ai a 






on ^ 




Gly Thr 


Ren 


Al a 
Aid 




290 






His 


His 


Asp 


His 


305 








Gin Asp 


Val 


Ser 


He 


Pro 


Ser 


Phe 








340 


He 


Leu 


Glu 


Glu 






355 




Ser Asp 


Lys 


He 




370 






Leu 


Tyr 


Pro 


Thr 



385 



Gly He Ser Val 
5 

Ala Met Val Leu 

Pro Gly Ser Arg 

40 

Leu Val Leu Asp 
55 

Leu Cys Lys Arg 
70 

Met Glu Lys Leu 
85 

Arg Leu He Tyr 

Cys Arg Leu Ala 
120 

Leu Ser Lys He 
135 

Leu Leu Ala Asp 
150 

He Met Ala Leu 
165 

Asp Ala Asn Met 

Lys Thr Gin Lys 
200 

Leu Asp Gly Gly 
215 

Glu Phe Met Ala 
230 

He Lys Gly Leu 
245 

Met Asp Asp Trp 

Lys Lys Thr Lys 
280 

Cys Val Thr Pro 
295 

Asn Lys Glu Arg 
310 

Pro Arg Pro Ala 
325 

Lys Arg Asp Pro 

Phe Gly Phe Ser 
360 

lie Glu Ser Asn 
375 

His Ser Asn He 
390 



val ulU 


T.oi i 
LcU 


Car 


i n 

1U 






Ala Asp 


Phe 


Gly 


25 






i yx Asp 


Val 


Car 


iieu -uys 


bin 


rio 






DU 


jcI ASp 


vai 


T ai i 
I16U 




/ D 




bin i>eu 


oiy 










Ala Arg 


Leu 


Ser 


105 






oiy nis 


Asp 


lie 


oiy /\rg 




oiy 






14U 


IT 11 6 








ijj 




irxie nop 


A vn 


1 III. 


1 in 






Val Glu 


Gly 


Thr 


185 






OCI Del 


LcU 


irp 


Ala P m 




iyr 






990 


vai viiy 


Ala 

Ala 


lie 








t7 T.Ol 1 

uiy xjcu 




Cpr 








Pro Glu 


Met 


Lys 


265 






ai a m ii 

./via oi u 


irp 




Val Leu 


Thr 


Phe 






300 


Gly Ser 


Phe 


lie 




315 




Pro Leu 


Leu 


Leu 


330 






Phe He 


Gly 


Glu 


345 






Arg Glu 


Glu 


He 


Lys Ala 


Gly 


Ser 



380 

Gin Lys 



Gly Leu Ala Pro 
15 

Ala Arg Val Val 
30 

Arg Leu Gly Arg 
45 

Arg Gly Ala Ala 

Leu Glu Pro Phe 

80 

Glu lie Leu Gin 
95 

Gly Phe Gly Gin 
110 

Asn Tyr Leu Ala 
125 

Glu Asn Pro Tyr 

Gly Leu Met Cys 
160 

Arg Thr Gly Lys 
175 

Ala Tyr Leu Ser 
190 

Glu Ala Pro Arg 
205 

Thr Thr Tyr Arg 

Glu Pro Gin Phe 
240 

Asp Glu Leu Pro 
255 

Lys Lys Phe Ala 
270 

Gin lie Phe Asp 
285 

Glu Glu Val Val 

Thr Ser Glu Glu 
320 

Asn Thr Pro Ala 
335 

His Thr Glu Glu 
350 

Tyr Gin Leu Asn 
365 

Lys Phe Trp lie 



• 
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<210> 8 

<211> 3023 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (90) . . . (683) 



<400> 8 

gggcgccggg attgggaggg cttcttgcag gctgctgggc tggggctaag ggctgctcag 60 
tttccttcag cggggcactg ggaagcgcc atg gca ctg cag ggc ate teg gtc 113 

Met Ala Leu Gin Gly lie Ser Val 
1 5 

gtg gag ctg tec ggc ctg gee ccg ggc ccg ttc tgt get atg gtc ctg 161 
Val Glu Leu Ser Gly Leu Ala Pro Gly Pro Phe Cys Ala Met Val Leu 
10 15 20 



get gac ttc ggg gcg cgt gtg gta cgc gtg gac egg ccc ggc tec cgc 
Ala Asp Phe Gly Ala Arg Val Val Arg Val Asp Arg Pro Gly Ser Arg 
25 30 35 40 



ctg aag cag ccg egg gga gee gee gtg ctg egg cgt ctg tgc aag egg 
Leu Lys Gin Pro Arg Gly Ala Ala Val Leu Arg Arg Leu Cys Lys Arg 

60 65 70 



cag ctg ggc cca gag att ctg cag egg gaa aat cca agg ctt att tat 
Gin Leu Gly Pro Glu lie Leu Gin Arg Glu Asn Pro Arg Leu lie Tyr 
90 95 100 

gee agg ctg agt gga ttt ggc cag tea gga age ttc tgc egg tta get 
Ala Arg Leu Ser Gly Phe Gly Gin Ser Gly Ser Phe Cys Arg Leu Ala 
105 110 115 120 

ggc cac gat ate aac tat ttg get ttg tea ggt gga agg aac age ata 
Gly His Asp lie Asn Tyr Leu Ala Leu Ser Gly Gly Arg Asn Ser lie 

125 130 135 



209 



tac gac gtg age cgc ttg ggc egg ggc aag cgc teg eta gtg ctg gac 257 
Tyr Asp Val Ser Arg Leu Gly Arg Gly Lys Arg Ser Leu Val Leu Asp 

45 50 55 



305 



teg gat gtg ctg ctg gag ccc ttc cgc cgc ggt gtc atg gag aaa etc 353 
Ser Asp Val Leu Leu Glu Pro Phe Arg Arg Gly Val Met Glu Lys Leu 
75 80 85 



401 



449 



497 



ttt aag ttc ttt tct gtg gaa aac tea gaa ate gag tct gtg gga age 545 
Phe Lys Phe Phe Ser Val Glu Asn Ser Glu lie Glu Ser Val Gly Ser 
140 145 150 



ace teg agg aca gaa cat gtt gga tgg tgg age ace ttt eta tac gac 
Thr Ser Arg Thr Glu His Val Gly Trp Trp Ser Thr Phe Leu Tyr Asp 
155 160 165 



593 



13 



tta cag gac age aga tgg gga att cat ggc tgt tgg age aat aga acc 641 
Leu Gin Asp Ser Arg Trp Gly lie His Gly Cys Trp Ser Asn Arg Thr 
170 175 180 

cca gtt eta cga get get gat caa agg act tgg act aaa gtc 683 
Pro Val Leu Arg Ala Ala Asp Gin Arg Thr Trp Thr Lys Val 
185 190 195 

tgatgaactt cccaatcaga tgagcatgga tgattggcca gaaatgaaga agaagtttgc 743 

agatgtattt gcaaagaaga cgaaggcaga gtggtgtcaa atctttgacg geacagatge 803 

ctgtgtgact ccggttctga cttttgagga ggttgttcat catgatcaca acaaggaacg 863 

gggctcgttt atcaccagtg aggagcagga cgtgagcccc cgccctgcac ctctgctgtt 923 

aaacacccca gccatccctt ctttcaaaag ggatcctttc ataggagaac acactgagga 983 

gatacttgaa gaatttggat tcagccgcga agagatttat cagcttaact cagataaaat 1043 

cattgaaagt aataaggtaa aagctagtct ctaacttcca ggcccacggc tcaagtgaat 1103 

ttgaatactg catttacagt gtagagtaac acataacatt gtatgcatgg aaacatggag 1163 

gaacagtatt acagtgtcct accactctaa tcaagaaaag aattacagac tctgattcta 1223 

cagtgatgat tgaattctaa aaatggttat cattagggct tttgatttat aaaactttgg 1283 

gtacttatac taaattatgg tagttattct gccttccagt ttgettgata tatttgttga 1343 

tattaagatt cttgacttat attttgaatg ggttctagtg aaaaaggaat gatatattct 1403 

tgaagacatc gatatacatt tatttacact cttgattcta caatgtagaa aatgaggaaa 1463 

tgccacaaat tgtatggtga taaaagtcac gtgaaacaga gtgattggtt gcatccaggc 1523 

cttttgtctt ggtgttcatg atctccctct aagcacattc caaactttag caacagttat 1583 

cacactttgt aatttgcaaa gaaaagtttc acctgtattg aatcagaatg ccttcaactg 1643 

aaaaaaacat atccaaaata atgaggaaat gtgttggctc actaegtaga gtccagaggg 1703 

acagtcagtt ttagggttgc ctgtatccag taactcgggg cctgtttccc cgtgggtctc 1763 

tgggctgtca gctttccttt ctccatgtgt ttgatttctc ctcaggctgg tagcaagttc 1823 

tggatcttat acccaacaca cagcaacatc cagaaataaa gatctcagga ccccccagca 1883 

agtcgttttg tgtctccttg gactgagtta agttacaagc ctttcttata cctgtctttg 1943 

acaaagaaga cgggattgtc tttacataaa accagcctgc tcctggagct tccctggact 2003 

caacttccta aaggcatgtg aggaaggggt agattccaca atctaatccg ggtgccatca 2063 

gagtagaggg agtagagaat ggatgttggg taggecatea ataaggtcca ttctgcgcag 2123 

tatctcaact gccgttcaac aategcaaga ggaaggtgga gcaggtttct tcatcttaca 2183 

gttgagaaaa cagagactca gaagggcttc ttagttcatg tttcccttag cgcctcagtg 2243 

attttttcat ggtggcttag gecaaaagaa atatctaacc attcaattta taaataatta 2303 

ggtccccaac gaattaaata ttatgtccta ccaacttatt agetgettga aaaatataat 2363 

acacataaat aaaaaaatat atttttcatt tctatttcat tgttaatcac aactacttac 2423 

taaggagatg tatgeaccta ttggacactg tgeaacttet cacctggaat gagattggac 2483 

actgctgccc tcattttctg ctccatgttg gtgtccatat agtacttgat tttttatcag 2543 

atggcctgga aaacccagtc tcacaaaaat atgaaattat cagaaggatt atagtgcaat 2603 

cttatgttga aagaatgaac tacctcacta gtagttcacg tgatgtctga cagatgttga 2663 

gtttcattgt gtttgtgtgt tcaaattttt aaatattctg agatactctt gtgaggtcac 2723 

tctaatgccc tgggtgcctt ggcacagttt tagaaatacc agttgaaaat atttgetcag 2783 

gaatatgcaa ctaggaaggg gcagaatcag aatttaagct ttcatattct agecttcagt 2843 

cttgttcttc aaccattttt aggaactttc ccataaggtt atgttttcca gcccaggcat 2903 

ggaggatcac ttgaggccaa gagttcgaga ccagcctggg gaacttggct ggacctccgt 2963 

ttctacgaaa taaaaataaa aaaattatcc aggaaaaaaa aaaaaaaaaa aaaaaaaaaa 3023 



<210> 9 
<211> 198 
<212> PRT 

<213> Homo sapiens 



<400> 9 

Met Ala Leu Gin Gly He Ser Val Val Glu Leu Ser Gly Leu Ala Pro 
15 10 15 



• 

14 



Gly 


Pro 


rile 


uys 


Aia 


wet 


Val 


Jj6U 


nla 


/\o p 


IT JIG 


Gly Ala 


Arg 


Val 


Val 






o n 




















30 






Arg 


vai 


Asp 


Arg 


rlO 


ol y 




nl y 


iyr 


./■vop 


Val 
v ax 


Ser Arg 


Leu 


Gly 


Arg 


























45 








Gly 


Lys 


Arg 


C A V 


Lieu 


val 


T aii 


Her* 
nap 


XI C u 




gi n 

OX 1 1 


C X U 


/\X y 


Gly Ala 


Ala 


c n 




















60 










Val 


Leu 


Arg 


Arg 


Leu 


Cys 


Lys 


Arg 


Ser 


Asp 


Val 




T oi i 


ox u 


c X V 


Phe 


bo 










/ U 




















80 


Arg 


Arg 


Gly 


Val 


Met 


Glu 


Lys 


Leu 


Gin 


Leu 


Gly 


rrro 


ox U 


Tic* 
x x c 


xjC U 


Gin 








OJ 










Qft 










95 




Arg 


Glu 


Asn 


Pro 


Arg 


Leu 


T 1 A 

lie 


Tyr 


/v±a 


Arg 




Ser 


Gly 


rue 


Gl V 
ox y 


OX 1 i 






1UU 










IUj 










110 






Ser 


Gly 


Ser 

TIC 

115 


rne 


uys 


/\rg 


Leu 


f\J.a 

ion 


fZ"\ XT 


nio 


nap 


He 


Asn 
125 


Tyr 


Leu 


Ala 


Tax 

Leu 


Ser 

i on 
1 oU 


Gly 


Gly 


Arg 




Del 


x xe 


rile 


jjy o 


Phe 


Phe 
140 


Ser 


Val 


Glu 


Asn 




ox u 


Tip 

J. J- c 


m ii 

OX U 


tj C J. 


V C* J. 


Glv 


Ser 

w J* 


Thr 


Ser 


Arg 


Thr 


Glu 


His 


Val 


Gly 


145 










150 










155 










160 


Trp 


Trp 


Ser 


Thr 


Phe 


Leu 


Tyr 


Asp 


Leu 


Gin 


Asp 


Ser Arg 


Trp 


Gly 


He 








165 










170 










175 




His 


Gly 


Cys 


Trp 


Ser 


Asn 


Arg 


Thr 


Pro 


Val 


Leu Arg Ala 


Ala 


Asp 


Gin 








180 










185 










190 






Arg 


Thr 


Trp 


Thr 


Lys 


Val 























195 



<210> 10 

<211> 2005 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (66) . . . (1211) 



<400> 10 

ttgcaggctg ctgggctggg gctaagggct gctcagtttc ettcageggg gcactgggaa 60 
gegee atg gca ctg cag ggc ate teg gtc gtg gag ctg tec ggc ctg gec 110 
Met Ala Leu Gin Gly He Ser Val Val Glu Leu Ser Gly Leu Ala 
15 10 15 

ccg ggc ccg ttc tgt get atg gtc ctg get gac ttc ggg gcg cgt gtg 158 
Pro Gly Pro Phe Cys Ala Met Val Leu Ala Asp Phe Gly Ala Arg Val 

20 25 30 



gta cgc gtg gac egg ccc ggc tec cgc tac gac gtg age cgc ttg ggc 
Val Arg Val Asp Arg Pro Gly Ser Arg Tyr Asp Val Ser Arg Leu Gly 

35 40 45 

egg ggc aag cgc teg eta gtg ctg gac ctg aag cag ccg egg gga gee 
Arg Gly Lys Arg Ser Leu Val Leu Asp Leu Lys Gin Pro Arg Gly Ala 
50 55 60 

gee gtg ctg egg cgt ctg tgc aag egg teg gat gtg ctg ctg gag ccc 
Ala Val Leu Arg Arg Leu Cys Lys Arg Ser Asp Val Leu Leu Glu Pro 
65 70 75 



206 



254 



302 
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ttc cgc cgc ggt gtc atg gag aaa etc cag ctg ggc cca gag att ctg 350 
Phe Arg Arg Gly Val Met Glu Lys Leu Gin Leu Gly Pro Glu lie Leu 
80 85 90 95 



cag egg gaa aat cca agg ctt att tat gec agg ctg agt gga ttt ggc 
Gin Arg Glu Asn Pro Arg Leu He Tyr Ala Arg Leu Ser Gly Phe Gly 

100 105 110 

cag tea gga age ttc tgc egg tta get ggc cac gat ate aac tat ttg 
Gin Ser Gly Ser Phe Cys Arg Leu Ala Gly His Asp He Asn Tyr Leu 
115 120 125 



tat gec ccg ctg aat etc ctg get gac ttt get ggt ggt ggc ctt atg 
Tyr Ala Pro Leu Asn Leu Leu Ala Asp Phe Ala Gly Gly Gly Leu Met 
145 150 155 

tgt gca ctg ggc att ata atg get ctt ttt gac cgc aca cgc act ggc 
Cys Ala Leu Gly He He Met Ala Leu Phe Asp Arg Thr Arg Thr Gly 
160 165 170 175 

aag ggt cag gtc att gat gca aat atg gtg gaa gga aca gca tat tta 
Lys Gly Gin Val He Asp Ala Asn Met Val Glu Gly Thr Ala Tyr Leu 

180 185 190 

agt tct ttt ctg tgg aaa act cag aaa teg agt ctg tgg gaa gca cct 
Ser Ser Phe Leu Trp Lys Thr Gin Lys Ser Ser Leu Trp Glu Ala Pro 
195 200 205 

cga gga cag aac atg ttg gat ggt gga gca cct ttc tat acg act tac 
Arg Gly Gin Asn Met Leu Asp Gly Gly Ala Pro Phe Tyr Thr Thr Tyr 
210 215 220 

agg aca gca gat ggg gaa ttc atg get gtt gga gca ata gaa ccc cag 
Arg Thr Ala Asp Gly Glu Phe Met Ala Val Gly Ala He Glu Pro Gin 
225 230 235 

ttc tac gag ctg ctg ate aaa gga ctt gga eta aag tct gat gaa ctt 
Phe Tyr Glu Leu Leu He Lys Gly Leu Gly Leu Lys Ser Asp Glu Leu 
240 245 250 255 

ccc aat cag atg age atg gat gat tgg cca gaa atg aag aag aag ttt 
Pro Asn Gin Met Ser Met Asp Asp Trp Pro Glu Met Lys Lys Lys Phe 

260 265 270 

gca gat gta ttt gca aag aag acg aag gca gag tgg tgt caa ate ttt 
Ala Asp Val Phe Ala Lys Lys Thr Lys Ala Glu Trp Cys Gin He Phe 
275 280 285 

gac ggc aca gat gee tgt gtg act ccg gtt ctg act ttt gag gag gtt 
Asp Gly Thr Asp Ala Cys Val Thr Pro Val Leu Thr Phe Glu Glu Val 
290 295 300 



398 



446 



get ttg tea ggt gtt etc tea aaa att ggc aga agt ggt gag aat ccg 494 
Ala Leu Ser Gly Val Leu Ser Lys He Gly Arg Ser Gly Glu Asn Pro 
130 135 140 
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gtt cat cat gat cac aac aag gaa egg ggc teg ttt ate ace agt gag 1022 

Val His His Asp His Asn Lys Glu Arg Gly Ser Phe lie Thr Ser Glu 
305 310 315 

gag cag gac gtg age ccc cgc cct gca cct ctg ctg tta aac acc cca 1070 

Glu Gin Asp Val Ser Pro Arg Pro Ala Pro Leu Leu Leu Asn Thr Pro 

320 325 330 335 

gee ate cct tct ttc aaa agg gat cct ttc ata gga gaa cac act gag 1118 

Ala lie Pro Ser Phe Lys Arg Asp Pro Phe lie Gly Glu His Thr Glu 

340 345 350 

gag ata ctt gaa gaa ttt gga ttc age cgc gaa gag att tat cag ctt 1166 

Glu lie Leu Glu Glu Phe Gly Phe Ser Arg Glu Glu lie Tyr Gin Leu 
355 360 365 



aac tea gat aaa ate att gaa agt aat aag gta aaa get agt etc 
Asn Ser Asp Lys lie lie Glu Ser Asn Lys Val Lys Ala Ser Leu 
370 375 380 



1211 



2005 



taacttccag gcccacggct caagtgaatt tgaatactgc atttacagtg tagagtaaca 1271 

cataacattg tatgcatgga aacatggagg aacagtatta cagtgtccta ccactctaat 1331 

caagaaaaga attacagact ctgattctac agtgatgatt gaattctaaa aatggttatc 1391 

attagggctt ttgatttata aaactttggg tacttatact aaattatggt agttattctg 1451 

ccttccagtt tgcttgatat atttgttgat attaagattc ttgacttata ttttgaatgg 1511 

gttctagtga aaaaggaatg atatattctt gaagacatcg atatacattt atttacactc 1571 

ttgattctac aatgtagaaa atgaggaaat gecacaaatt gtatggtgat aaaagtcacg 1631 

tgaaacagag tgattggttg catccaggcc ttttgtcttg gtgttcatga tctccctcta 1691 

agcacattcc aaactttagc aacagttatc acactttgta atttgeaaag aaaagtttca 1751 

cctgtattga ateagaatge cttcaactga aaaaaacata tccaaaataa tgaggaaatg 1811 

tgttggctca etaegtagag tccagaggga cagtcagttt tagggttgee tgtatccagt 1871 

aactegggge ctgtttcccc gtgggtctct gggctgtcag ctttcctttc tccatgtgtt 1931 

tgatttctcc tcaggctggt agcaagttct ggatcttata cccaacacac agcaacatcc 1991 
agaaataaag atct 

<210> 11 
<211> 382 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Ala Leu Gin Gly lie Ser Val Val Glu Leu Ser Gly Leu Ala Pro 

15 10 15 

Gly Pro Phe Cys Ala Met Val Leu Ala Asp Phe Gly Ala Arg Val Val 

20 25 30 

Arg Val Asp Arg Pro Gly Ser Arg Tyr Asp Val Ser Arg Leu Gly Arg 

35 40 45 

Gly Lys Arg Ser Leu Val Leu Asp Leu Lys Gin Pro Arg Gly Ala Ala 

50 55 60 

Val Leu Arg Arg Leu Cys Lys Arg Ser Asp Val Leu Leu Glu Pro Phe 
65 70 75 80 

Arg Arg Gly Val Met Glu Lys Leu Gin Leu Gly Pro Glu lie Leu Gin 

85 90 95 

Arg Glu Asn Pro Arg Leu lie Tyr Ala Arg Leu Ser Gly Phe Gly Gin 

100 105 110 

Ser Gly Ser Phe Cys Arg Leu Ala Gly His Asp lie Asn Tyr Leu Ala 
115 120 125 
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